Tenure Track/Tenure Investigator Positions
in Systems Immunology and Infectious Disease Modeling

The National Institute of Allergy and Infectious
Diseases (NIAID), Division of Intramural Research
(DIR), is seeking several outstanding individuals for
its new Program in Systems Immunology and
Infectious Disease Modeling (PSIIM —
http://www3.niaid.nih.gov/labs/aboutlabs/psiim/).

Modern technology allows the deep analysis of
biological systems at multiple levels—from intracellular
signaling networks to individual cell behavior to the
functioning of a tissue, organ, and even the whole
organism. The challenge is not only to collect the large
amounts of data these technologies can generate, but
also to organize it in a manner that enhances our
understanding of how such systems operate. To do this,
it is necessary to develop quantitative models that

can be used to predict behavior of these complex
systems.

Achieving this goal requires an interdisciplinary effort,
and for this reason PSIIM is organized as an integrated
team of scientists and support staff. Within PSIIM, there
will be groups with expertise in the areas of computa-
tional biology, bioinformatics, proteomics, genomics, cell
biology, immunology, and infectious diseases. These
groups will have access to the latest technology for
gene expression profiling, high content screening of
RNAI libraries for the discovery of pathway components,
imaging tools, genomic and proteomic analysis, cores
for the genetic manipulation of animals, and a
substantial computer infrastructure. They will also have
access to BSL-3 facilities for working with infectious
agents of high priority for human health and biodefense.

Although PSIIM has been established within NIAID and
has an immune/infectious disease focus, it is also
expected to play a major role in fostering the growth of
systems biology efforts throughout NIH and involving
diverse biomedical areas. PSIIM staff will interact
extensively with investigators in other components of
the NIH intramural research program, including but not
limited to the National Center for Biotechnology
Information, NIH Chemical Genomics Center, Center for
Information Technology, and Center for Human
Immunology, all of which have activities emphasizing
systems and informatic approaches to biomedicine.

Current groups in the PSIIM include Computational
Biology—Modeling and Simulation, Molecular/ Cell
Biology—High-throughput Screening, Proteomics,
and Immunology. PSIIM is now recruiting for tenure-
track or tenure level team leader appointments in the
following areas:

Bioinformatics/Biostatistics: The incumbent will lead
a group focused on developing and implementing
computational tools and statistical methods for the
analysis of large-scale genomic, proteomic, and cell
biological datasets. The ideal candidate will have a
strong background in statistics, mathematics, program-
ming, and modeling biological systems, as well as a
strong interest in collaborating with experimentalists to
elucidate biological mechanisms through application of
informatic methods, including construction of networks
suitable for predictive analysis. The group will include
expertise in statistics, software development (C++, Java,
Perl, SQL, etc.), knowledge of existing and emerging
bioinformatic tools, databases and algorithms, and
experience with heterogeneous computer environments.

Genomics: The incumbent will be responsible for
applying and, when necessary, developing novel
methods for the systems-wide analysis of such issues
as transcription factor and epigenetic control of gene
expression, quantitative measurement of gene
expression, and the role of non-coding regions and
small RNAs in regulating gene/gene product expression
patterns. PSIIM is especially interested in recruiting an
individual with a strong interest in the application of
these methods to the study of gene regulatory circuits
and to the integration of information on cell signaling

Interested candidates may contact:
Ronald Germain, M.D., Ph.D., Program Director, PSIIM, DIR, NIAID, at
301-496-1904 or rgermain@niaid.nih.gov for additional information

about these positions.

Applicants must have a Ph.D., M.D., or equivalent degree in a relevant
field with extensive post-doctoral experience, as well as a strong
publication record demonstrating potential for creative research.

To apply, submit your curriculum vitae, bibliography, and a detailed statement
of how your expertise can contribute to the success of the PSIIM program to
Wanda Jackson at NIAID.DIR.Search@niaid.nih.gov. In addition, three
letters of reference must be sent directly from the referee to Robert Hohman,
Ph.D., Chair, NIAID Search Committee, c/o Wanda Jackson at
NIAID.DIR.Search@niaid.nih.gov or 10 Center Drive, MSC 1356,

Building 10, Room 4A22, Bethesda, MD 20892-1356. Email is preferred.
Completed applications MUST be received by May 1, 2009.

Further |nformat|on regardmg the DIR Iaboratones is avallable at

and |m‘0rmat|on on workmg at NIAID is available on our Web S|te at

http://www.niaid.nih.gov/careers/dps.

For more information about the NIAID systems biology program, please

visit http://www.nih.gov/catalyst/2006/06.09.01/page1.html

events, developmental state, and such gene regulatory
circuits into comprehensive models of the control of
cellular differentiation, for example, of effector CD4+ T
cells or iPS.

These positions and the research activities

they conduct are fully funded by the intramural research
program of NIAID. Each team leader is expected to build
a working group consisting of postdoctoral fellows,
students, technicians, and staff scientists. The team
leaders will work with the program director to help set
the goals for PSIIM and to determine how best to reach
these goals as an integrated group. To ensure appropri-
ate career trajectories for those joining the PSIIM team
effort, NIH has modified its tenure policies to take
specific account of contributions made in such a team
science setting. Members of PSIIM will be expected to
play a major role in development of an integrated
computational systems approach to biology, the
application of these methods to questions of substantial
biomedical importance, and the dissemination of the
tools and techniques developed in PSIIM across the
NIH intramural program and in the extramural academic
and industrial spheres. Applicants should be seeking a
challenge in which creativity, technical expertise, and

a strong desire to achieve in a team setting will be
critical for success

\AD

National Institute of Allergy and Infectious Diseases





<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /CMYK
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


